Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.002 Å; R factor = 0.051; wR factor = 0.105; data-to-parameter ratio = 18.9.
Related literature
The title compound is a des-oxygen lobeline derivative (Zheng et al., 2005) . Refinement R[F 2 > 2(F 2 )] = 0.051 wR(F 2 ) = 0.105 S = 1.10 2077 reflections 110 parameters H-atom parameters constrained Á max = 0.19 e Å À3 Á min = À0.16 e Å À3 Data collection: COLLECT (Nonius, 1998); cell refinement: SCALEPACK (Otwinowski & Minor, 1997); data reduction: DENZO-SMN (Otwinowski & Minor, 1997) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: XP in SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97 and local procedures.
1-Methyl-2,6-cis-distyrylpiperidine G. Zheng, S. Parkin, L. P. Dwoskin and P. A. Crooks Comment 1-Methyl-2,6-cis-distyrylpiperidine, C 22 H 25 N, is a des-oxygen lobeline derivative (Zheng et al., 2005) . The molecular structure is illustrated in Fig. 1 , while selected geometric parameters are given in Table 1 . The piperidine ring of the molecule is in the chair conformation and the N-methyl group is bonded equatorially to the piperidine ring. The styryl side chains are attached equatorially to the piperidine ring on atom C2 (and by symmetry, C2A). The molecule is mirror symmetric, with atoms N1, C1 and C4 lying on the mirror plane ( Table 1 ). The double bond and the phenyl ring of the styryl side chain are approximately coplanar, as evidenced by the C5-C6-C7-C8 torsion angle [177.82 (12)°]. Moreover, the double bond is also approximately coplanar with C2-H2, as evidenced by the torsion angle C6-C5-C2-H2 [-4.66 (14) °].
Experimental
The title compound was prepared from (-)-lobeline (Zheng et al., 2005) . Crystal suitable for X-ray diffraction studies were obtained by slow evaporation of an hexanes/ethylacetate (10:1) solution at room temperature.
Refinement
H atoms were found in difference Fourier maps and subsequently placed in idealized positions with constrained distances of 0.98 Å (RCH 3 ), 0.99 Å (R 2 CH 2 ), 1.00 Å (R 3 CH), 0.95 Å (R 2 CH), 0.93 Å (N-H), and with U iso (H) values set to either 1.2U eq or 1.5U eq (RCH 3 ) of the attached atom.
The SU of the torsion angle C6-C5-C2-H2 (-4.66 (14)°) is not directly available from the refinement because H2 is in a calculated position, as determined by a riding model. It was set equal to the SU of torsion angles C6-C5-C2-N1 and C6-C5-C2-C3, both of which were 0.14°. This is valid because the coordinates of H2 are determined geometrically from the coordinates of atoms C2, C5, N1 and C3. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (9) 0.000 −0.0038 (7) 0.000 C1 0.0347 (10) 0.0307 (10) 0.0486 (12) 0.000 −0.0101 (9) 0.000 C2 0.0291 (6) 0.0251 (7) 0.0332 (7) −0.0001 (5) 0.0003 (5) −0.0005 (5) C3 0.0362 (7) 0.0278 (7) 0.0391 (8 (7) 0.0471 (9) −0.0099 (6) −0.0089 (7) 0.0125 (7) C10 0.0385 (8) 0.0220 (7) 0.0628 (10) 0.0007 (6) −0.0101 (7) −0.0027 (7) C11 0.0373 (8) 0.0303 (7) 0.0482 (9) −0.0008 (6) 0.0012 (7) −0.0079 (7) C12 0.0362 (7) 0.0281 (7) 0.0348 (7) −0.0031 (6) −0.0005 (6) 0.0015 (6) supplementary materials sup-4
Geometric parameters (Å, °) (17) C1-N1-C2 i 110.79 (9) C6-C5-C2 125.35 (12) 
